RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/730, 559B TIME: 12:36:41 



6 



Input Set : A:\766.21 CIP Sequence.txt 
Output Set: N:\CRF3\08092001\I730559B.raw 

4 <110> APPLICANT: ISHIWATA, TETSUYOSHI 

5 SAKURADA, MIKIKO E 

6 KAWABATA, AYAKO «™ 

7 NAKAGAWA, SATOSHI 

8 NISHI, TATSUNARI 

9 KUGA, TETSURO 

10 SAWADA, SHIGEMASA 

11 TAKEI / MAS AMI K 

12 SHIBATA, KENJI \ 

13 FURUYA , AKIKO 

15 <120> TITLE OF INVENTION: IgA NEPHROPATHY -ASSOCIATED GENE 
17 <130> FILE REFERENCE: 766.21 CIP 

19 <140> CURRENT APPLICATION NUMBER: US 09/730, 559B 

20 <141> CURRENT FILING DATE: 2000-12-07 
22 <160> NUMBER OF SEQ ID NOS : 121 

24 <170> SOFTWARE: Patentln Ver. 2.0 

26 <210> SEQ ID NO: 1 

27 <211> LENGTH: 4276 

28 <212> TYPE: DNA 

29 <213> ORGANISM: Homo sapiens 

31 <220> FEATURE: 

32 <221> NAME/KEY: CDS 

33 <222> LOCATION: (53).. (742) 

35 <400> SEQUENCE: 1 / 

3 6 ttctaccgtt ttttccctgc tttctattcc aggtcagtct tcactgtttc eg "atg gaa 58 

37 Met Glu 

38 1 

40 gat gga ttc ttg gat gat ggc cgt ggg gat cag cct ctt cat agt ggc 106 

41 Asp Gly Phe Leu Asp Asp Gly Arg Gly Asp Gin Pro Leu His Ser Gly 

42 5 10 15 

44 ctg ggt tea cct cac tgc ttc agt cac cag aat ggg gag aga gtg gaa 154 

45 Leu Gly Ser Pro His Cys Phe Ser His Gin Asn Gly Glu Arg Val Glu 

46 20 25 30 

48 cga tat tct cga aag gtg ttt gta ggc gga ttg cct cca gac att gat 202 

49 Arg Tyr Ser Arg Lys Val Phe Val Gly Gly Leu Pro Pro Asp lie Asp 

50 35 40 45 50 

52 gaa gat gag ate aca get agt ttt cgt cgc ttt ggc cct ctg att gtg 250 

53 Glu Asp Glu lie Thr Ala Ser Phe Arg Arg Phe Gly Pro Leu lie Val 

54 55 60 65 

56 gat tgg cct cat aaa get gag age aaa tec tat ttt cct cct aaa ggc 298 

57 Asp Trp Pro His Lys Ala Glu Ser Lys Ser Tyr Phe Pro Pro Lys Gly 

58 70 75 80 

60 tat gca ttc ctg ctg ttt caa gat gaa age tct gtg cag get etc att 346 

61 Tyr Ala Phe Leu Leu Phe Gin Asp Glu Ser Ser Val Gin Ala Leu lie 

62 85 90 95 

64 gat gca tgc att gaa gaa gat gga aaa etc tac ctt tgt gta tea agt 394 

65 Asp Ala Cys He Glu Glu Asp Gly Lys Leu Tyr Leu Cys Val Ser Ser 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/730, 559B TIME: 12:36:41 

Input Set : A:\7.66.21 CIP Sequence.txt 
Output Set: N:\CRF3\08092001\I730559B.raw 

66 100 105 110 

68 ccc act ate aag gat aag cca gtc cag att egg cct tgg aat etc agt 442 

69 Pro Thr lie Lys Asp Lys Pro Val Gin lie Arg Pro Trp Asn Leu Ser 

70 115 120 125 130 

72 gac agt gac ttt gtg atg gat ggt tea cag cca ctt gac cca cga aaa 490 

73 Asp Ser Asp Phe Val Met Asp Gly Ser Gin Pro Leu Asp Pro Arg Lys 

74 135 140 145 

76 act ata ttt gtt ggt ggt gtt cct cga cca tta cga get gtg gag ctt 538 

77 Thr lie Phe Val Gly Gly Val Pro Arg Pro Leu Arg Ala Val Glu Leu 

78 150 155 160 

80 gcg atg gta atg gat egg eta tac gga ggt gtg tgc tac get ggg att 586 

81 Ala Met Val Met Asp Arg Leu Tyr Gly Gly Val Cys Tyr Ala Gly lie 

82 165 170 175 

84 gat acc gac cct gag eta aaa tac cca aaa gga get ggg aga gtt gcg 634 

85 Asp Thr Asp Pro Glu Leu Lys Tyr Pro Lys Gly Ala Gly Arg Val Ala 

86 180 185 190 

88 ttc tct aat caa cag agt tac ata get get ate agt gee cgc ttt gtt 682 

89 Phe Ser Asn Gin Gin Ser Tyr lie Ala Ala lie Ser Ala Arg Phe Val 

90 195 200 205 210 

92 cag ctg cag cat gga gag ata gat aaa egg gta age ctt ata eta cat 730 

93 Gin Leu Gin His Gly Glu lie Asp Lys Arg Val Ser Leu lie Leu His 

94 215 220 225 

96 ttt gga aaa ttc tagaaatggt cctctaaatg tgtgattacc aatattagaa 782 

97 Phe Gly Lys Phe 

98 230 

100 egggagcatt ttatgacaat aaagtgacag ctgacaattt tgectataga gttaattatg 842 
102 gtctataata catgaaataa tgtcctatga atttctttta tctttcagtt ttttgagtag 902 
104 cctaatcaga acactacaat ttacttgagt taatttaatc ttctctaact tccattcaat 962 
106 ctcaatccat ccgtccattc attcacttag tttgtaagtc attcaataaa tatttactga 1022 
108 atcctttgtt ctgtgttata tcaagtatac aaacaggaat geccttgagg tttcctgccc 1082 
110 ttttttttgt ttgtttttta atcctgggac atagggaaga cctcagcaag ccctatttct 1142 
112 caatgaattg tactcacaga tttctttttt tttttttttt tctttttcca cagccgccac 1202 
114 ctctcaccga tttattcctt agcttggtgt ttcatgtatt caacaaacgt tttagtgctt 1262 
116 agggcaagaa gttcctgtcc tcatgagttt atttcctagc agatagaact gtatcacttg 1322 
118 ccagtactac tcagagtgtg gcctgtggac tgacctccag tctgtaaact tagtttgtag 1382 
120 tgagatagga atttagacca gaatgtgtaa tcaaccacat tactgggcac aatgtttggt 1442 
122 ccagctggcg attttttttt catagaaagc ctttattgat gagggaagca atatattgat 1502 
124 ttatattttg gggtcacctt tttatttcat ggcacactgg cactttcatg catgetgact 1562 
126 ttgatatcca tcactctgag gcattgtgct aaaatagatt gattttatcg tgttgttctc 1622 
128 aattcaagat gtaaaaatca tcaagtcagt agcagttttt gctttttatg tttcatgtca 1682 
130 tgtacagtct acttcactgg cagtaaaaaa atttaagata gtggtggtca tcctacaaac 1742 
132 tgtgaatcta ttaaagagaa aagtatctgt tctattctaa gcatggggga gggacaagat 1802 
134 tagtatgtta acatgcctac tttgtttgtt tgagatggag tctctctccg tcacccaggc 1862 
136 tggagtgcag tggtacagtc tcagctcact ccaacctctg cctcccgggt tcaagtgatt 1922 
138 ctcctgcctt agcctcccga gtaggtggaa ttacaggcat ataccaccat gcccaacaaa 1982 
140 tgtttgtatt tttagtggag acagggtttc accgtgttgg teaggecagt ttcaaactcc 2042 
142 tgacctcaag ggatccacct gcctcacccc ctcaaagtgc tgggattaca ggcatgagee 2102 
144 acccaccatg cctggcctac ttggtttttt atgeacacta aaaaatacct acatctcact 2162 
146 gccttattcc aacataagtt tcagagctgt gggattggtc attagaaatt cagactgaat 2222 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/730 , 559B TIME: 12:36:41 

Input Set : A:\766.21 CIP Sequence.txt 
Output Set: N:\CRF3\08092001\I730559B.raw 

14 8 ttgtgttcct ctgcaatgaa atcctttgcc cagtgttcat gtcactctgt agacattatg 2282 

150 gagcagccta gaggccagaa gcccagtgct ctccttatgc ctgctcttcc tgggcttcgt 2342 

152 gacactcttc ttctcctttt gtacttttat ttttttagtt aaaaaatttt ttttagaggg 2402 

154 agggtctcac tctgtcaccc aggctggagc acagaatcac aatcatgact cactgcatgt 2462 

156 tcttctcctt ttgttcatgg ctaatcttgg tcaggattcc ttgtcagagc tgggtggcac 2522 

158 cagtgctggt gacagcctgc tgtaagggag tttcagccat gaatctctcc agactaaaaa 2582 

160 taaccagctc ttttctagct gatgaattaa taaccaggtg actgttaatg cttgaaaggt 2642 

162 tcacatgaca ggttggccga tagaacgctg gaacaggccc agttttagaa attcacctct 2702 

164 gacttttaga ctcaggtgaa ccattcttac tgagaaagaa caaagcaggg ttttagactg 2762 

166 tgaatcctat ggctgcatct tttttttttt tttaacagag ttccaggttt gtgattataa 2822 

168 cccaacatgt gtacactata aatagaaacc acgagccagg ctttttacga cagctcagaa 2882 

170 tcttgtgacg cagtagtcag gcatcttcac accgacttga atattgaagt gcagttgtgt 2942 

172 ggaacttgga tcatcttagt tgattttgtt taaattatga ttccacatat gacaaaaatc 3002 

174 cagatccact aattaaaatg agggtttatg tctatgaata atctcctgtg ggtttaatct 3062 

176 cataacattc tagtctaaac agttggcttc acttcatgat gtctgctcaa atcctttttc 3122 

178 ctttaaagga tgtttattta ataagaaaaa aaatgtaaaa tgatagataa taaaagcctt 3182 

180 actaggttct taaaagatga actatccata tttcagtaaa tgaataatta gtccttcctc 3242 

182 tttgggcacc ttggaacaga ttcattcaga tagtgggtgg aaatgtacat gtatggtaag 3302 

184 cattgctggc ctagtcactg aaaaatgtaa actcttattt ttgattgcag gtggaagtta 3362 

186 agccatatgt cttggatgat cagctgtgtg atgaatgtca gggggcccgt tgtgggggga 3422 

188 aatttgctcc atttttctgt gctaatgtta cctgtctgca gtattactgt gaatattgct 3482 

190 gggctgctat ccattctcgt gctggcaggg aattccacaa gcccctggtg aaggaaggcg 3542 

192 gtgaccgccc tcggcatatt tcattecgct ggaactaaag gataactgca gtgctcattt 3602 

194 tcaggcctca gaataagtgc actcttctgt tcattctgac cccttcctca acctcttcac 3662 

196 gctggcatgt ccttttgtag cagtctgtaa cttaactata gtataatgaa aagaatgacc 3722 

198 tataatatag gtgttttgta gattcttgtg tcactgcaaa caatatgaac tcctttttcg 3782 

200 tattgccatc gggttgcatg gaagttttat tctcttgttt tgctggaaac caagaggatc 3842 

202 caaacttcct gcaacatttt cttagaggag agagagaaat attaaaagag aaatgaaaca 3902 

204 atagagtatt ttgggttttt aattaaatta ttgttaataa tataacatat aagaatactt 3962 

206 ttattaaaat aaccatgcaa caataacact atcggtctat ctgacagttt ttcccccagg 4022 

208 gaagtgcttt tgccttttcc tttctttttt tttttttttc atcttttttg ttctctctct 4082 

210 tttttccatc cctttttaat ttttttaaca gcaatggagg aagttaacaa tttttaatgg 4142 

212 aaagagcatg ttagagcaaa caaatgcata agcaagactg agcagcatta taattaattt 4202 

214 tcagggtttt gaggctgaac ataatttcat tatccctcaa aaagttacca ccacatcaga 4262 

216 aaaaaaaaaa aaaa 4276 

219 <210> SEQ ID NO: 2 

220 <211> LENGTH: 2689 

221 <212> TYPE: DNA 

222 <213> ORGANISM: Homo sapiens 

224 <220> FEATURE: 

225 <221> NAME/KEY: CDS 

226 <222> LOCATION: (107).. (535) 

228 <400> SEQUENCE: 2 

229 gttggaggtt ctggggcgca gaaccgctac tgctgcttcg gtctctcctt gggaaaaaat 60 

231 aaaatttgaa ccttttggag ctgtgtgcta aatcttcagt gggaca atg ggt tea 115 

232 Met Gly Ser 

233 1 

235 gac aaa aga gtg agt aga aca gag cgt agt gga aga tac ggt tec ate 163 

236 Asp Lys Arg Val Ser Arg Thr Glu Arg Ser Gly Arg Tyr Gly Ser lie 
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PATENT APPLICATION: US/09/7 30 , 559B TIME: 12:36:41 



Input Set : A:\766.21 CIP Sequence.txt 
Output Set: N:\CRF3\08092001\I730559B.xaw 



237 




5 










10 










15 












239 


ata 


gac 


agg 


gat 


gac 


cgt 


gat 


gag 


cgt 


gaa 


tec 


cga 


age 


agg 


egg 


agg 


211 


240 


lie 


Asp 


Arg 


Asp 


Asp 


Arg 


Asp 


Glu 


Arg 


Glu 


Ser 


Arg 


Ser 


Arg 


Arg 


Arg 




241 


20 










25 










30 










35 




243 


gac 


tea 


gat 


tac 


aaa 


aga 


tct 


agt 


gat 


gat 


egg 


agg 


ggt 


gat 


aga 


tat 


259 


244 


Asp 


Ser 


Asp 


Tyr 


Lys 


Arg 


Ser 


Ser 


Asp 


Asp 


Arg 


Arg 


Gly 


Asp 


Arg 


Tyr 




245 










40 










45 










50 






247 


gat 


gac 


tac 


cga 


gac 


tat 


gac 


agt 


cca 


gag 


aga 


g a g 


cgt 


gaa 


aga 


agg 


307 


248 


Asp 


Asp 


Tyr 


Arg 


Asp 


Tyr Asp 


Ser 


Pro 


Glu 


Arg 


Glu 


Arg 


Glu 


Arg 


Arg 




249 








55 










60 










65 








251 


aac 


agt 


gac 


cga 


tec 


gaa 


gat 


ggc 


tac 


cat 


tea 


gat 


ggt 


gac 


tat 


ggt 


355 


252 


Asn 


Ser 


Asp 


Arg 


Ser 


Glu 


Asp 


Gly 


Tyr 


His 


Ser 


Asp 


Gly 


Asp 


Tyr 


Gly 




253 






70 










75 










80 










255 


gag 


cac 


gac 


tat 


agg 


cat gac 


ate 


agt 


gac 


gag 


agg 


gag 


age 


aag 


acc 


403 


256 


Glu 


His 


Asp 


Tyr 


Arg 


His 


Asp 


He 


Ser 


Asp 


Glu 


Arg 


Glu 


Ser 


Lys 


Thr 




257 




85 










90 










95 












259 


ate 


atg 


ctg 


cgc 


ggc 


ctt 


ccc 


ate 


acc 


ate 


aca 


gag 


age 


gat 


att 


cga 


451 


260 


He 


Met 


Leu 


Arg 


Gly 


Leu 


Pro 


He 


Thr 


He 


Thr 


Glu 


Ser 


Asp 


He 


Arg 




261 


100 










105 










110 










115 




263 


gaa 


atg 


atg 


gag 


tec 


ttc 


gaa 


ggc 


cct 


cag 


cct 


gcg 


gat 


gtg 


agg 


ctg 


499 


264 


Glu 


Met 


Met 


Glu 


Ser 


Phe 


Glu 


Gly 


Pro 


Gin 


Pro 


Ala 


Asp 


Val 


Arg 


Leu 




265 










120 










125 










130 






267 


atg 


aag 


agg 


aaa 


aca 


ggt 


gag 


age 


ttg 


ctt 


agt 


tec 


tgatattatt 




545 


268 


Met 


Lys 


Arg 


Lys 


Thr 


Gly Glu 


Ser 


Leu 


Leu 


Ser 


Ser 













269 135 140 



271 gttctcttcc ccattcccac ctcagtccct aaagaacatc ctgattcccc cagtcttcaa 605 
273 gcacatgaat tcagaatgaa aggtttgeca tggctaagga atgtgactct ttgaaaacca 665 
275 tgttagcatc tgaggaactt ttttaaactt tgttttaggg actttttttt ccttaggtaa 725 
277 gtaatgattt ataaactcct tttttttttt ttgactatag teggttgeat ggttacttta 785 
279 agcgtggaat caaatggagt ggcatttagt teaggegget tgttccttgc catggcaaag 845 
281 tatcaagaag atccccaagt caagtcacat ttgtaaagct gcttcccaat tggctttgtc 905 
283 acgcagtgtt gaagcagtgg gagagagatt cacctgttat aaaggaactg actaacacaa 965 
285 gtatcccgtc tatatctgaa tgctgtctct aggtgtaagc cgtggtttcg ccttcgtgga 1025 
287 gttttatcac ttgcaagatg ctaccagctg gatggaagee aatcaggttg cttcactcac 1085 
289 caagtctaga tattcatgaa aatggaacaa gtctgtacaa ttttaaaaaa aggttgaagg 1145 
291 agtggtttgt* tccaaaggag tgactttttt ttaaaaaaaa aagctttgta tatattaaaa 1205 
293 ttgatgttac tagaataagt acagtaccaa ggacttcatt atagaatttg ttctgccttt 1265 
295 aaacatggct acctacctgg cagggctttg ttaactactg aatacctgtc tggtaatcac 1325 
297 taaaacatct taatgtttcc cttttttcta gtttgttata ttcctattat gtccattgag 1385 
299 agtaagctta gtatatcaaa ctctccattt gacagtgaag agaacatagt gaaagtctgt 1445 
301 ggcggcattt ttataagtaa ttccttattt ctgcctgaag accacaaagc ctcctggagg 1505 
303 egtaactget cagaccggtc ttcagggaat atttaaggac ttagtggaat ttatgaacaa 1565 
305 taagtctgat gagattagee tgggagtggt gtcctgcagc tgtctaatct agttagagtg 1625 
307 gcattaacat tctaatctcc ttgagaatgc cttttatagt ctgttcaaag caagtcattg 1685 
309 atggttcttc gaggtagtgt taactgaagt gttcttcagt ttgtcaagat aatgttcagt 1745 
311 gcttggcact taaataacat tttttgcaag aactccaagg cacattattg aatgecttta 1805 
313 accaagtgea ttctgggaag tttgettgae tcattatctt gettttctge agcattctgt 1865 
315 gatttgagtc atccatgaat ccatgaataa aagttacatt ctttgattgg taatattgee 1925 
317 atttataaca agactcacta atgagggtat cactttgact gactgatttg ttaaagtttt 1985 
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RAW SEQUENCE LISTING DATE: 08/09/2001 

PATENT APPLICATION: US/09/730, 559B TIME: 12:36:41 

Input Set : A:\766 ,21 CIP Sequence.txt 
Output Set: N:\CRF3\08092001\I730559B.raw 

319 taagcctctc attttcctaa cccagaaatc acagcctgat tttattaaaa gtagagcttc 2045 
321 attcatttca taccatagat accatcctag taaatccaga acatatacaa ggttcatgtg 2105 
323 agtctgcttt cttgacatga tagcattgtt tgatgcagtg gatatgtcag aatgactaac 2165 
325 ctaggagttt aaaactccta agaaactaaa acctgtaaga catttaaaag tctccacaat 2225 
327 tttaatgtat acaaagctat gttactgtgt aacacattac agttcaaatt cactccagaa 2285 
329 ataaaaggcc agtaggatta gggactcact ggtagtttgg agtctcccag cacacatccc 2345 
331 tcctagtggg atgatctatt cacatatctc ccagcttttt tatttttgct tctgtatatc 2405 
333 acagtgagtg gatggccctt cagctttttc tctcctggcc agacatgcag tcttgccttt 2465 
335 agatatcgca gagacaaaat tcacagcatg tcttaaatct tccaggattt gcaagaacca 2525 
337 aattgctcaa cagtatgtat gtttagaggg gttagactcc tttttaaaat ctggatatct 2585 
339 aaccacctac ttaaatctgt ttgatagtgt caaaccaccc ccacccttga tcctcccacc 2645 
341 cccaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 2689 

344 <210> SEQ ID NO : 3 

345 <211> LENGTH: 2981 

346 <212> TYPE: DNA 

347 <213> ORGANISM: Homo sapiens 

349 <220> FEATURE: 

350 <221> NAME/KEY: CDS 

351 <222> LOCATION: ( 1297 )..( 1608 ) 

353 <400> SEQUENCE: 3 

354 cctctctctc tctttcacag agtcttgctc tgtcgcccag gctggagtgc agtggcacaa 60 
356 tctcactgca agctccgcct cctgggttca cgccattctc ctgcctcagc ctcccaaata 120 
358 gctgggacaa caggcacctg ccaccacgcc cggctaattt tttgtatttt tagtagagac 180 
360 agggtttcac catgttagcc aggatggtct caatctcctg acctcgtgat ccacccgcct 240 
3 62 cagcctccca aagtgctgag attacaggtg tgagccacca cgcccagcca catctttctt 300 
364 tctttctttt tggtttttgt ttgttgtttg agacagggtc ttgctctgtc gccctggctc 360 
366 acgtgaacct cccacctcag cctcccaagt agctgagacc acaggtgtga gccaccactc 420 
368 ctgggtaatg tttgtatttt tttgtagaga tggggtttca ccgtgctgcc cagactgctc 480 
370 tcaaactcct gggctcaagt gatccacctg ccttgacctc ctaaagtgct ggaattacag 540 
372 gtgtgagcca ccgtgctcag ccgagtgtct ttcgtatgtt ttctgagcac gtggatttcc 600 
374 atctctctgc attctctgtt catctcagcc tgtttgttcc attgagataa atgacttttt 660 
376 cttggtaact tagagtactt tgtgtattta caggttaatc ccttatcaat ttatatcagt 720 
378 tgctgctatc ttttcttaga tttttctttt cattttaaaa attacattgt ttcaatgaac 780 
380 agaattttta agttttaacg tagtccactt tgtccatttt ctttatgacc ggtgcatttt 840 
382 agggtcttgt ttaagaaatc gttctttatc ctgaggtcat aaagatagtc tactgtattt 900 
384 tcttttaaga gctgaaaagg tgttttatat ttaatttatt tgggattggc ttttgtgtgg 960 
386 tggggataag gatcacaatt ttatttcatt ttttttccac ttggttatgc cagtggcccc 1020 
388 atttccattt tttgaatagt ctttctgtgc agaaaagact tcactagcag agaagtcctg 1080 
390 agacttaccc ttcaaaaggc cccattcaca aggctagcac ttggcgtgca tctgagaacc 1140 
392 tggattttgg ggtggttcct ataatgtggt gtatgctgaa cacccacctt tccttctggg 1200 

3 94 agtctggaat ttgggtatat gttggacaga ggctgcctaa gtgaccagct tcaacaacag 1260 

396 ccctgggtgc tgggtcactc atgacccata gacaaa atg cca cac atg ttg tea 1314 

397 Met Pro His Met Leu Ser 

398 1 5 

400 cag ctt att get gga gga gtt age aca tec tgt gtg act gca ctg gga 1362 

401 Gin Leu lie Ala Gly Gly Val Ser Thr Ser Cys Val Thr Ala Leu Gly 

402 10 15 20 

4 04 gag gaa act ggt gec tgg ttc cct gtg tat ttg tec cac gec tec agt 1410 
405 Glu Glu Thr Gly Ala Trp Phe Pro Val Tyr Leu Ser His Ala Ser Ser 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/730 , 559B 



DATE: 08/09/2001 
TIME: 12:36:42 



Input Set : A:\766.21 CIP Sequence.txt 
Output Set: N:\CRF3\08092001\I730559B.raw 



L:1047 
L:1150 
L:1153 
L:1499 
L:1833 
L:1894 
L:1912 
L:2848 
L:2863 
L:2917 



M:341 W 
M:341 W 
M:341 W 
M:341 W 
M:341 W 
M:341 W 
M:341 W 
M:341 W 
M:341 W 
M:341 W 



(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 



"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

"n" or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 

or "Xaa" 



"n" 
"n" 
"n" 



used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 
used, 



for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 
for SEQ 



ID#:9 

ID#:14 

ID#:14 

ID#:32 

ID#:41 

ID#:43 

ID#:44 

ID# :115 

ID# :116 

ID#:120 
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